Figure S5

A
[
Q.
>
=
(72)
<
o
B
N
(=2}
Lo
=
£
()
N
"
14
-
=2
©
-
C
(14

m = r on

100%

Human
|
|
|
0% 25% 50% 75%
Percent of PASs

Rodent + mammal conserved

8 10 12 14

6

Mouse aUTR size (nt), log,

Median = 1,084 nt

r=0.98

4

6

8

10

12

14

U L/6 = UBIpSiN

PAS type

Rat aUTR size (nt), log,

Rat

m = r o0

0% 25% 50% 75%

Percent of PASs

Rodent + mammal conserved

6 8 10 12 14
Mouse aUTR size (nt), log,

*
*

100%

Cumulative fraction

B Mammal conserved
| ] Rodent conserved

| ] Not conserved

P=1.9x107

O T T T T
0 02 04 06 0.8

PhastCons score of aUTR (mouse)

1

Rodent + mammal conserved

=== Conserved
=== Nonconserved

Figure S5. aUTR analysis of human and rat genes. (A) Conservation levels of PASs of different types. As in Figure 3B, except that the species are
human and rat. (B) Correlation of aUTR size between mouse and rat genes (rodent + mammal conserved APA sites). As in Figure 3C, except the species
are mouse and rat. (C) aUTR size vs. cUTR size in mouse (rodent + mammal conserved sites) . (D) Cumulative Distribution Fraction (CDF) curves of
phastCons scores of conserved aUTRs vs. nonconserved aUTRs. As in Figure 3E, except that the conserved PASs are mammal + rodent conserved.



